The ethnic differences in the polymorphism of KD-associated gene may have a role in the discrepancy of those results. In fact, a meta-analysis study demonstrated that there is a significant association between the H131R polymorphism of FCGR2A gene and KD risk in Asians, but not in Caucasians. 7) On the other hand, the gender difference was reported in the polymorphism of KD-associated gene. In a meta-analysis with 1,461 cases and 5,302 controls, a very strong association of KD with the FCGR2A gene was confirmed in males, but not in the females. 8) From these findings, we could infer that the heterogeneous variation of KDassociated genes may contribute to the clinical and epidemiologic characteristics of KD.
Regarding the genetic heterogeneity in each KD patients, Sim et al. 9) revealed a new finding that the genetic variations of related genes were associated with the diversity of clinical features in KD. KD is difficult to be diagnosed, because the number, timing, and duration of the clinical symptoms manifested in each patient are various, as to be referred to as Kawasaki syndrome. The authors provide a clue to this heterogeneity, analyzing the variations of BLK and FCGR2A gene that were identified in previous GWAS of KD patients and replicated in other population. In their results, the risk allele of BLK gene was strongly associated with complete KD in patients younger than 5 years, but not in patients with incomplete KD or older than 5 years old, and the risk allele of FCGR2A gene was strongly associated with only male patients younger than 1 year old. These findings suggest that the patients with the risk 
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allele of BLK could develop the KD at a younger age and fully manifest, showing typical KD features. Also, it could be suggested that the risk allele of FCGR2A encoding high-affinity Fc gamma receptor that binds to the immunoglobulin G (IgG), could affect the development of KD in infants, who show the rare incidence of KD with the hypothesis that passive transmission of maternal IgG has a preventive effect on KD.
The large sample size is a strong point of Sim' study (1,011 cases and 4,553 controls). 9) However, their results showed some discrepancies with previous reports on the clinical feature of KD. Although treated with immunoglobulin therapy, subjects showed very high incidence of coronary artery lesions (20.8%), and the infant patients showed the similar incidences of incomplete KD (7.6%) and coronary artery complication (15.2%) as the patients older than 1 year. It has been recognized that infants with KD have a high incidence of incomplete KD (45-67%) and coronary artery complication (30.8-64%). [10] [11] [12] These discrepancies could be attributed to the selection bias in the sample collection, and their effect on the results is not clearly understood. Nevertheless, Sim's work presents new insight into understanding the pathogenetic mechanism of KD. Although much understanding has been accumulated about the clinical diversity of KD, there has been a little research on the relationship between genetic heterogeneity and clinical features, except polymorphism related to the coronary artery complication. Therefore, their result is very interesting that heterogeneity of associated genes is related to clinical features. I expect that this study will lead to a better understanding for overcoming of KD by triggering further studies on the genetic heterogeneity of KD and its impact. Although it is still the tip of the iceberg that we have revealed about KD, we hope successive new attempts in this kind will reveal the secret nature of KD in near future.
